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| BN, sk i e P | matem 0x2) S BUADESE W
1 | NMZ-0002 |L%%5 7€ B3 |Saccharomyces cerevisiae BAHE BRI ERRMMTSR TS — ) (AR
2 | NMZ-0003 |94 TE Bf3 [Saccharomyces cerevisiae BAHE BRI ERMTSTB - (AR
3 | NMZ-0004 [5Efi#ty 76 E4f3 |Saccharomyces cerevisiae BASE BRI ERRMMTSR T — ) (AR
4 | NMZ-0005 [EE#% 1B Bf3 |Saccharomyces cerevisiae BABE N> SR SRR T EARMISTAB - N1 AR
5 | NMZ-0009 |% T& B#E3 |Saccharomyces mikatae E-) BOER BRI ERRMTSZR T —) (AR
6 | NMZ-0041 [iEE#% 1E B3 |Saccharomyces cerevisiae BAHE BRI EARMSTB - N1 AR
7 | NMZ-0042 [ai#ty 78 E4f3 |Saccharomyces cerevisiae BASE BRI ERRMMSR T —) (AR
8 | NMZ-0043 [imE#% 1t Bf3 |Saccharomyces cerevisiae BAHE BRI EARMTSTB - N1 AR
9 | NMZ-0049 |% 1& BF3 |Saccharomyces mikatae BAHE BRI ERRMSR T — ) (AR

10 | NMZ-0050 |%& & E#R} |Saccharomyces mikatae BAH. E-)L BRI EARMSTAR - N1 AR
11 | NMZ-0051 (% T& B#E3 |Saccharomyces mikatae E-) BRI ERRMMSR T — ) (AR
12 | NMZ-0685 |T# BB @k B3 |Saccharomyces cerevisiae BASHE. E-)L SRR T EARMTSTB - N1 AR
13 | NMZ-0686 |THEIBBEK B3 |Saccharomyces cerevisiae BAHE, E-)L BRI ERRMSR T — ) (AR
14 | NMZ-0687 | BB M@K B3 |Saccharomyces cerevisiae BASHE. E-)L BRI EARMTSTB - N1 AR
15 | NMZ-0688 |TEIBBEK B3 |Saccharomyces cerevisiae BAHE, E-)L E-)b 942F~ BRI ERRMMSR T —) (AR
16 | NMZ-0689 |T# BBk E%R} |Saccharomyces cerevisiae BAHE BRI EARMISTR - N1 AR
17 | NMZ-0690 |THEIBBER B3 |Saccharomyces cerevisiae BAHE BAE. EE8ER BRI ERRMMTSR TS — ) (AR
18 | NMZ-0692 |T# BBk E%R} |Saccharomyces cerevisiae BAHE BRI EARMSTAR - N1 AR
19 | NMZ-0694 |TEIBBER B3 |Saccharomyces cerevisiae BAHE BRI ERRMMSR T —) (AR
20 | NMZ-0696 |IiuBEEH% B3 |Saccharomyces cerevisiae BASHE. E-)L SRR T EARMISTAB - N1 AR
21 | NMZ-0697 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE, E-)L BRI ERRMSR T — ) (AR
22 | NMZ-0698 |IiuBEEH% E%R} |Saccharomyces cerevisiae E-L SRR T EARMTSTB - N1 AR
23 | NMZ-0699 |THIBBEHK B4E3 |Saccharomyces cerevisiae E-) BRI ERRMMSR T —) (AR
24 | NMZ-0701 |TisBE@E% E%R} |Saccharomyces cerevisiae BAHE BRI EARMISTR - N1 AR
25 | NMZ-0702 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE JEEEER BRI ERRMMTSR TS — ) (AR
26 | NMZ-0705 |TisBEE% E%R} |Saccharomyces cerevisiae BAHE BRI EARMSTAR - N1 AR
27 | NMZ-0706 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE BRI ERRMSR T — ) (AR
28 | NMz-0707 |ILisBEE% E%R} |Saccharomyces cerevisiae BAHE BRI EARMISTAR - N1 AR
29 | NMZ-0708 |LEBEEK B3 |Saccharomyces cerevisiae BAHE BRI ERRMSR T — ) ARY
30 | NMZ-0709 |TiuBE=E% E%R} |Saccharomyces cerevisiae BAHE BRI EARMSTAR - N1 AR
31 | NMZ-0710 |LEBEEK B3 |Saccharomyces cerevisiae BAHE BRI ERRMSR T — ) (AR
32 | NMz-0711 |ITiBE@E% E%R} |Saccharomyces cerevisiae BAHE BRI EARMISTR - N1 AR
33 | NMZ-0712 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE BRI ERRMSR T — ) (AR
34 | NMZ-0713 |ITiBEE% E%R} |Saccharomyces cerevisiae BAHE BRI EARMSTAR - N1 AR
35 | NMZ-0715 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE, E-)L BRI ERRMSR T — ) (AR
36 | NMzZ-0716 |TisBEE% E%R} |Saccharomyces cerevisiae E-L BRI EARMISTR - N1 AR
37 | NMZ-0717 |LEBEEKR B3 |Saccharomyces cerevisiae BAHE, E-)L BRI ERRMSR T — ) (AR
38 | NMZ-0718 |TiuBEE% E%R} |Saccharomyces cerevisiae E-L SRR T EARMTSTB - N1 AR
39 | NMZ-0719 |THIBBEHR B4E3 |Saccharomyces cerevisiae E-J BRI ERRMSR T — ) (AR
40 | NMZ-0720 | BB@EHK B3 |Saccharomyces cerevisiae BASHE. E-)L BRI EARMISTR - N1 AR
41 | NMZ-0721 |ITHBBEEKR B4E3 |Saccharomyces cerevisiae E-) BAE BRI ERRAMTSR TS — ) (AR
42 | NMZ-0723 | BB@E%k B3 |Saccharomyces cerevisiae BASHE. E-)L BRI EARMISTB - N1 AR
43 | NMZ-0724 | TESBBEkR B3 |Saccharomyces cerevisiae BAHE, E-)L BRI ERRAMTSR TS — ) (AR
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44 | NMZ-0725 |THESBBES) BF3 |Saccharomyces cerevisiae g- BRI IR —) (AR
45 | NMZ-0726 |THEABEkR B8 |Saccharomyces cerevisiae BAE. E-)L BRI EIRMTIE T —) (AR}
46 | NMZ-0727 |THBBTEK BF3 |Saccharomyces cerevisiae BASE BRI IR —) (AR
47 | NMZ-0728 |THE:ABER B8 |Saccharomyces cerevisiae BAE. E-)L BRI EIRMIRE T —) (AR}
48 | NMZ-0861 [#RZ () BF3 |Saccharomyces cerevisiae BASE BRI IR —) (AR
49 | NMZ-0862 [fR& (%) B8 |Saccharomyces cerevisiae BAHE BRI EIRMTIE T —) (AR}
50 | NMZ-1096 |[[&EER BF3 |Saccharomyces cerevisiae BAE. E-)L BRI EIRMTIB > —) (AR
51 | NMZ-1110 (B0OfE Bf3 |Saccharomyces cerevisiae BAE. 0> BAE. 0> BRI EARMISTR - N1 AR
52 | NMz-1112 |(B07E BF3 |Saccharomyces cerevisiae BAE. )t BASE., /1> BRI IR —) (AR
53 | KOG-0003 |#&ihzEbk #7961 | B# |Zygosaccharomyces rouxii ] TEFMTAF PR RE
54 | KOG-0013 |&iHsEk 5>762 | E#8 |Zygosaccharomyces sapae =l TEERATATAT R
55 | KOG-0016 |&msEkk 5>769 | B4R |Zygosaccharomyces sapae Bim TERTARPIRRR
56 | KOG-0038 |#E=ims&bk 4>%971 | B |Zygosaccharomyces sapae & TEERATATFT R A
57 | KOG-0138 |&hs&0k2154>7 | B4 |Zygosaccharomyces sapae ] TEFMTATPIRRE
4o
58 | KOG-0145 ﬁﬁ;ﬁgﬂi) FLESE | Tetragenococcus halophilus =) =) TERTATRAIR SRR
EImEEDE " ) s s N
59 | KOG-0152 (H25428) FLESER |Tetragenococcus halophilus oyl oyl T EEARATATPT R R
4o
60 | KOG-0156 ﬁﬁ;ﬁgﬂi) FLESE | Tetragenococcus halophilus By By TERTATRAR SRR
EImEEDR " ) s s N
61 | KOG-0161 (H25428m) FLESER |Tetragenococcus halophilus Ey] Ey] T EERATATIPT R SRR
Erepe
62 | KOG-0166 ﬁﬁ;ﬁgﬂi) FLESE | Tetragenococcus halophilus =) =) TERTATRAIR SRR
EImEEDR " ) s s N
63 | KOG-0167 (H25428m) FLESER |Tetragenococcus halophilus Ey] Ey] T EERATATIPT R SRR
4o
64 | KOG-0173 ﬁﬁ;ﬁgﬂi) FLESE | Tetragenococcus halophilus =) =) TERTATRAIR SRR
EImEEDR o T ) s s N
65 | KOG-0183 (H26:28) FLESER |Tetragenococcus halophilus Ey] Ey] T EERATATIPT R SRR
4o
66 | KOG-0192 ﬁﬁ;ﬁgﬂi) FLESE | Tetragenococcus halophilus =) =) TERTATRAIR SRR
67 | TIG-0001 |hYEOI> FLESE |Lactococcus lactis EEJIAN B RRATA TP AR A
68 | TIG-0002 |7O-/\— FLESER |Lactobacillus fermentum *1 ERJINS BRGNP B RERIS R
69 | TIG-0009 [h+3= 18 FLESE |Pediococcus pentosaceus EEJIAN B RRATA TP BRI A
70 | TIG-0010 |h+5R:=E 18 FLESER |Lactobacillus plantarum *2 ERJINS BRGNP B RERIS Y
71 | TIG-0472 |h+R=E 277 F|BSE |Lactobacillus plantarum *2 ER/JIAN BETAT A RHRE R
72 | TIG-0574 |hYPERZE 333 FLESER |Lactococcus lactis ERJINS BRGNP A RERIS R
73 | TIG-0587 |hYHEE 336 F_BSHE |Lactobacillus plantarum *2 ER/JIAN BETAF A RHRE R
74 | TIG-0596 |hYhERZE 338 FLESE |Lactobacillus brevis *3 ERJINS BEERATEAFTPR A RER R
75 | TIG-0608 |h+ER3%E 341 FLESE |Lactococcus lactis EEJIAN B RRATA TP BRI A
SHI3FE6H
76 15HHIBR
77 SHSEAR
18HHIER
78 SHISE4H
18HHIBR
79 SHSE4R
18HHIER
80 | TIG-0798 |H+R=E 404 FLESER |Lactococcus lactis B BB RATEAFT R 4R
81 | TIG-0814 |HF+ERE 408 FLEEE |Lactococcus lactis 4B BRI PR SR
82 | NOG-0348 |Z>VYH7I5 TE BF3 |Torulaspora delbrueckii 197 > ERMEBATEAFT RN TRt
83 | NOG-0349 |Z3IHY5 TE E#R} |Torulaspora delbrueckii > IR TR AN T A% AtiAst
84 | NOG-0356 |JIL—~U— 7E Bf3 |Hanseniaspora uvarum > AON--5 3 ERMEBATEAFT RN Tt
85 | NOG-0667 (AF>4 BE Bf3 |Pichia manshurica > > EMBLATRAFT AN Tiseftohst
86 | SUG-0215 (hYAKRE FLESE |Lactobacillus fermentum *1 =] TKFE - B RRANTRR ST PR FEAN TR
87 | TIG-0468 |h+R=E 276 SLELE |Lactobacillus plantarum *2 =<lN| JKE - RATA IR PR RN A
88 | NMZ-1139 |J1Z+— FLESER |Lactobacillus plantarum *2 e- e- BRI EIRMTIB > —) (AR
89 | NMZ-1200 (V14RF—E FLERE |Lactobacillus harbinensis *4 E- E- BRI SRR T — ) (AR
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90 | NMZ-1242 |LEBEEK B4E3 |Saccharomyces cerevisiae E-J (S NEPESS BRI ERRMSR T — ) (AR
91 | TIG-0429 |h+HR= 254 FLESE |Lactobacillus casei *5 e- e- BERAMAZPREIRIRER

92 | TIG-0372 [h+R=E 216 HESE |Lactobacillus plantarum *2 e- E-) BERATAFUPRERHRIRRY

93 | SUG-0126 |k AUEYS FLBAE |Lactobacillus plantarum *2 E- e- TKFE - B IR SR PR FEAN LAY
94 | NMZ-1244 |SXHYA B4E3 |Saccharomyces cerevisiae e- BRI RSB~ AR
95 | NMZ-1245 (hIh+454 Bf3 [Saccharomyces cerevisiae E- SBIRTERMNIBE Y- (AR
96 | NMz-1246 |9hJI\94 B#E3 |Saccharomyces cerevisiae e- E-) BRI RSB~ AR

X1 HE AT FAREIFRER | AFUARCHI S/ MR RRERICB UV T RMECES PLBNNZRETT . LHMINTLSRESIMNOFIAORIEEEEHDET

%2 WRCERENBRVERCOVTE, DERICRREOHRRAREERMNIT2ENHET.

%3 *1~*5 Lactobacillusi® ($202044 8 15(CHFACEBNBDEU. FFRAR>UTOLIHEATIZEN,

*1 Limosilactobacillus

*2 Lactiplantibacillus ~ *3 Levilactobacillus

*4 Schleiferilactobacillus

*5 Lacticaseibacillus




